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J VJ 






A en 


A or* 


OCX. 


Va 1 

V d 1 


TVi r 
j. 111 


±r 1 


Tip 
11C 


A en 










4 n r 








flop 


Val 




Tvr 

±yr 


Thr 


Hi n 

VJ 1 11 


Tip 
lie 


Va 1 
val 








4 9 n 










Glv 


Thr 


Val 


Tvr 


Asp 


Val 


Met 


Phe 






4 ^ r 

*± -3 -J 










44 n 


His 


Lys 


Ala 

Xi. _1_ C* 


Tie 

1 X C 




T i^i 1 

UC Ll 


Gl 11 

VJl Ul 


11 1 0 




4 RO 










4 RR 

*± *3 J 




Gin 


Leu 


Phe 


Gin 


Asp 


Phe 


Glu 


Pro 


4 £R 










47D 
*± / \j 






Lys 


Lys 


Glv 


Asn 


A ro 


Phe» 

rue 


Va 1 

V d 1 


Tvr 










4 8 R 








Gin 


Ala 


Pro 


Leu 


Ala 


Phe 




Glv 

vjx y 








son 
«j \j \j 










Val 


Leu 


Ala 


Arg 


Asp 


Pro 


Tvr 

x y x 


Cys 






515 










R2 0 

~J JZ* \J 


Cys 


Val 


Ala 


Leu 


His 


Gin 


Thr 


Glu 




530 










535 




Glu 


Met 


Ser 


Gly 


Asp 


Ala 


Ser 


Val 


545 










550 






Tyr 


Arg 


Gin 


His 


Phe 


Phe 


Lys 


His 










565 








Ser 


Gin 


Lys 


Ser 


Asn 


Leu 


Ala 


Arg 



580 




Glu 


Pro 


lie 
11c 


lie 


Ser 


Arg 


A Qn 

■Ll. Oil 


Cpr 

k_> C X 


1 0 ~j 










l 90 

1 -7 L/ 






Tvr 

j. y x 


Ala 


lie 


Pro 


TrD 

X l^» 


Leu 


Asn 


Glu 










2 0 R 

£t \J -J 








lie 


Arg 


Lys 


Ser 


Pro 


Asp 


Ser 


Pro 








220 

dl* 4Z+ \J 










Phe 


Phe 


Phe 


Thr 


Glu 


Val 


Ser 


Val 






2 1 R 

£t «J J 










24 0 

^ *X L/ 


Leu 


lie 


Pro 


Ara 

«.i y 


lie 


Ala 


Arg 


Val 




2 50 










2 R R 

3 Zj 




Arg 


Thr 

X 111 




Gin 

VJl 1 1 


T .VQ 
uy 0 


T iVQ 

uy 0 


Tm 


Thr 

X 111 


2 R 










970 






v_ y 0 


OCl 


A rn 

rvi y 


Pro 




OCl 


Gl v 
vji y 


T .^i 1 

Lie Ll 










2 ft R 








Ph^ 

XT 1 1C 


Val 

V CI 1 


T i 

UC- Ll 


A rn 


C £s 


Pro 


Gl v 
vji y 


T .<^i l 

UC Ll 








■J u u 










Phe 


Thr 
1 in 


Pro 

IT 1 W 


Gin 

VJl 11 


UC Li 




A cjti 


Val 

V Ci 1 






j 1 j 










'59H 


A csn 


T 1^1 1 

-U ~ Ll 


C pi 


Thr 
1 111 


Al ^ 

rll ci 


Gl n 

VJl Ll 


Gl n 

VJl Li 


Val 

V Ci 1 




-5 -j u 










^ ^ 
J J J 




O C JL 


Thr 
1 in 


Thr 
1 111 


Val 

V d 1 


Gl u 

VJl Ll 


Gl n 

VJl 1 1 


Cpy 

OCl 


Hn q 

XT 1 O 


-J *± 3 










~> o u 






Pro 
^ 1 w 


Val 


Pro 


uy 0 


Pro 

i 1 V-/ 


A rcr 

rll vj 


Pro 

^ 1 LV 


Glv 

vji y 










"3 ^ R 








Ala 


Ala 


Asn 


Tvr 
ly 1 


Thr 

X 111 


R^r 

OCl 


l_> w 1 


UC Li 








ft n 
j 0 u 










Phe 


Val 


Lys 


A cin 

nop 


Hi e; 

! J. 1 O 


Pro 


T i^i 1 

UC Li 


Mpf 

11C L. 






J i7 D 










Ann 
ft u u 


A QT*l 
./"loll 


**i y 


Pro 
riu 


A yrt 

"iy 


T ,01 1 


f 1 ^ 

lie 


J_iy 0 


T "\ 7" CJ 

uy 0 




4 1 n 

*± 1 \j 










4 1 R 
_L O 




Val 

v ai 


A cm 


A r <t 
nl y 


TVi t~ 
1 111 


ni n 

VJl ll 


Al a 

ril ct 


-1— 1 tr Li 




4 2 R 










4 "3 n 






Val 


Qor 
0 c 1 


Thr 


A c*"p) 


A rn 

Al 


Gl v 

vji y 


Ala 

Al Ci 


T i<^i i 

UC Ll 










44 R 








Ala 


Val 


His 


lie 


lie 


Glu 


Glu 


Thr 








4 ^n 










Val 

V GL 1 


Gin 

VJl 11 


Thr 
j. in 


T 1^1 1 

UC Ll 


T i^i l 

Ll 


T 1^1 1 

UC Li 


Cpy 


Q^r 

OCl 






4 7R 










4 ft O 

TOW 


Ala 


Glv 

vjiy 


Ser 


Asn 


Ser 


Glv 

vjiy 


Val 


Val 




490 










495 




Lys 


His 


Glv 


Thr 


Cys 


Glu 


Asp 


Cys 


R OR 
~j yj — > 










Rl 0 
ji u 






Ala 


Tro 


Ser 


Pro 


Pro 


Thr 


Ala 


Thr 










R2 R 

j ^ j 








Ser 


Pro 


Ser 


Ara 


Glv 

vjxy 


Leu 


lie 


Gin 








R4 n 










Cys 


Pro 


Asp 


Lys 


Ser 


Lys 


Gly 


Ser 






555 










560 


Gly 


Gly 


Thr 


Ala 


Glu 


Leu 


Lys 


Cys 




570 










575 




Val 


Phe 


Trp 


Lys 


Phe 


Gin 


Asn 


Gly 


585 










590 
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Val 


Leu 


Lys 


Ala 


Glu 


Ser 


Pro 


Lvs 


Tvr 

x jr j- 


Glv 


Leu 


Met 


Glv 


Ara 


Lvs 


Asn 






595 










600 










605 








Leu 


Leu 


lie 


Phe 


Asn 


Leu 


Ser 


Glu 


Glv 


Asp 


Ser 


Glv 


Val 


Tvr 


Gin 


Cvs 




610 










615 










620 










Leu 


Ser 


Glu 


Glu 


Arg 


Val 


Lys 


Asn 


Lys 


Thr 


Val 


Phe 


Gin 


Val 


Val 


Ala 


625 










630 










635 










640 


Lys 


His 


Val 


Leu 


Glu 


Val 


Lys 


Val 


Val 


Pro 


Lvs 


Pro 


Val 


Val 


Ala 


Pro 










645 










650 










655 




Thr 


Leu 


Ser 


Val 


Val 


Gin 


Thr 


Glu 


Glv 


Ser 


Ara 

^~ ZD 


He 


Ala 


Thr 


Lvs 


Val 








660 










665 










67 0 






Leu 


Val 


Ala 


Ser 


Thr 


Gin 


Glv 


Ser 


Ser 


Pro 


Pro 


Thr 


Pro 


Ala 


Val 


Gin 






675 










680 










685 








Ala 


Thr 


Ser 


Ser 


Gly Ala 


He 


Thr 


Leu 


Pro 


Pro 


Lys 


Pro 


Ala 


Pro 


Thr 














695 










700 










Glv 


Thr 


Ser 


Cys 


Glu 


Pro 


Lvs 


He 


Val 


He 


Asn 


Thr 


Val 


Pro 


Gin 


Leu 


70S 
i \j -j 










710 










715 










720 


His 


Ser 


Glu 


Lys 


Thr 


Met 


Tvr 

jl 


Leu 


Lvs 


Ser 


Ser 


Asp 


Asn 


Ara 


Leu 


Leu 










725 










730 










735 




Met 


l_) -L 


T .pi i 

-1—1 W \JL 


Phe 


Leu 


Phe 


Phe 


Phe 


Val 


Leu 


Phe 


Leu 


Cys 


Leu 


Phe 


Phe 








74 0 










74 5 










750 






Tvr 

JL 


Asn 


Cvs 


Tyr Lys 


Gly 


Tvr 


Leu 


Pro 


Arg 


Gin 


Cys 


Leu 


Lys 


Phe 


Ara 






7 5 5 










760 










765 








Ser 


Ala 


Leu 


Leu 


He 


Gly 


Lys 


Lys 


Lys 


Pro 


Lys 


Ser 


Asp 


Phe 


Cys 


Asp 




77 0 










775 










780 










Ara 


Glu 


Gin 


Ser 


Leu 


Lys 


Glu 


Thr 


Leu 


Val 


Glu 


Pro 


Glv 


Ser 


Phe 


Ser 


7ft R 










790 










795 










800 


Gin 


Gin 


Asn 


Gly 


Glu 


His 


Pro 


Lvs 


Pro 


Ala 


Leu 


Asp 


Thr 


Glv 


Tvr 


Glu 










805 










ftl 0 
O X u 










O J- Zj 




Thr 


Glu 


Gin 


Asp 


Thr 


He 


Thr 


Ser 


Lys 


Val 


Pro 


Thr 


Asp 


Arg 


Glu 


Asp 








820 










825 










830 






Ser 


Gin 


Arg 


He 


Asp 


Asp 


Leu 


Ser 


Ala 


Arg 


Asp 


Lys 


Pro 


Phe 


Asp 


Val 






835 










840 










845 








Lys 


Cys 


Glu 


Leu 


Lys 


Phe 


Ala 


Asp 


Ser 


Asp 


Ala 


Asp 


Gly 


Asp 








850 










855 










860 











<210> 4 
<211> 4157 
<212> DNA 
<213> Human 



<400> 4 
ctgagccgca 
gc 60 
tgaagcccct 
tc 120 
atggcccttg 
cc 180 
tgggagcaca 
ca 240 
gccttgctgc 
tc 300 
gctgtgaacg 



tctgcaatag 
ggggtcgcct 
cagtgatgtt 
gagaggtgca 
tgagcgagga 
cactcaacat 



cacacttgcc 
ctacctgatg 
tgggacagcg 
cctggtgcag 
caaggacacc 
ctccgagaag 



cggccacctg 
aggatgtgca 
atggcatttg 
tttcatgagc 
ttgtacatag 
cagcatgagg 



ctgccgtgag 
cccccattag 
cacccatacc 
cagacatcta 
gtgcccggga 
tgtattggaa 



cctttgct 
ggggctgc 
ccggatca 
caactact 
ggcggtct 
ggtctcag 
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aa 360 

gacaaaaaag caaaatgtgc agaaaagggg 
ac 420 

atccgggtgc tgcagccact cagcgccact 
tc 480 

cagccggcct gtgaccacct gaacttaaca 
at 540 

ggcaaaggaa gatgtccctt tgacccagca 
ga 600 

gaactttatt cggggacgtc gtataatttt 
at 660 

tcttcccaca gtcctctgag gacagaatat 
tc 720 

gtgtttgctg acgtgatccg aaaaagccca 
tc 780 

tacttcttct tcacggaggt gtctgtggag 
ca 840 

cggatagcaa gagtgtgcaa gggggaccag 
gg 900 

acctccttcc tgaaagcccg actcatctgc 
at 960 

gtgctgcggg atgtcttcgt gctcaggtcc 
ca 102 0 

ctcttcaccc cacagctgaa caacgtgggg 
cc 1080 

acagccgagg aggtcttctc ccacgggaag 
cc 1140 

cacaccaagt gggtgcgcta taatggcccg 
tc 1200 

gacagcgagg cacgggccgc caactacacc 
tg 1260 

cagttcgtta aagaccaccc tttgatggat 
cc 1320 

aggttaatca agaaagatgt gaactacacc 
tg 1380 

gatgggactg tctatgatgt catgtttgtc 
cc 1440 

atcagcctcg agcacgctgt tcacatcatc 
ag 1500 

ccagtccaga ccctgctgct gtcttcaaag 
ct 1560 

aactcgggcg tggtccaggc cccgctggcc 
ac 1620 

tgtgtgctgg cgcgggaccc ctactgcgcc 
ct 1680 

ctgcaccaga ccgagagccc cagcaggggt 
ct 1740 

gtgtgcccgg ataaaagtaa aggaagttac 
ca 1800 

gcggaactga aatgctccca aaaatccaac 
at 1860 

ggcgtgttga aggccgagag ccccaagtac 



aaatcaaaac 


agacagagtg 


cctcaact 


tccctttacg 


tgtgtgggac 


caacgcat 


tcctttaagt 


ttctggggaa 


aaatgaag 


cacagctaca 


catccgtcat 


ggttgatg 


ttgggaagtg 


aacccatcat 


ctcccgaa 


gcaatccctt 


ggctgaacga 


gcctagtt 


gacagccccg 


acggcgagga 


tgacaggg 


tatgagtttg 


tgttcagggt 


gctgatcc 


ggcggcctga 


ggaccttgca 


gaagaaat 


tcccggccag 


acagcggctt 


ggtcttca 


ccgggcctga 


aggtgcctgt 


gttctatg 


ctgtcggcag 


tgtgcgccta 


caacctgt 


tacatgcaga^ 


gcaccacagt 


ggagcagt 


gtacccaagc 


cgcggcctgg 


agcgtgca 


agctccttga 


atttgccaga 


caagacgc 


gactcggtaa 


ccccaataga 


caacaggc 


cagatcgtgg 


tggaccggac 


ccaggccc 


agcacagacc 


ggggagctct 


gcacaaag 


gaggagaccc 


agctcttcca 


ggactttg 


aagggcaaca 


ggtttgtcta 


tgctggct 


ttctgtggga 


agcacggcac 


ctgcgagg 


tggagcccgc 


ccacagcgac 


ctgcgtgg 


ttgattcagg 


agatgagcgg 


cgatgctt 


cggcagcatt 


ttttcaagca 


cggtggca 


ctggcccggg 


tcttttggaa 


gttccaga 


ggtcttatgg 


gcagaaaaaa 


cttgctca 
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tc 1920 

ttcaacttgt cagaaggaga cagtggggtg taccagtgcc tgtcagagga gagggtta 
ag 1980 

aacaaaacgg tcttccaagt ggtcgccaag cacgtcctgg aagtgaaggt ggttccaa 
ag 2 04 0 < 
cccgtagtgg cccccacctt gtcagttgtt cagacagaag gtagtaggat tgccacca 
aa 2100 

gtgttggtgg catccaccca agggtcttct cccccaaccc cagccgtgca ggccacct 
cc 2160 

tccggggcca tcacccttcc tcccaagcct gcgcccaccg gcacatcctg cgaaccaa 
ag 2220 

atcgtcatca acacggtccc ccagctccac tcggagaaaa ccatgtatct taagtcca 
gc 2280 

gacaaccgcc tcctcatgtc cctcttcctc ttcttctttg ttctcttcct ctgcctct 
tt 2340 

ttctacaact gctataaggg atacctgccc agacagtgct tgaaattccg ctcggccc 
ta 24 0 0 

ctaattggga agaagaagcc caagtcagat ttctgtgacc gtgagcagag cctgaagg 
ag 24 60 

acgttagtag agccagggag cttctcccag cagaatgggg agcaccccaa gccagccc 
tg 2520 

gacaccggct atgagaccga gcaagacacc atcaccagca aagtccccac ggataggg 
ag 2580 

gactcacaga ggatcgacga cctttctgcc agggacaagc cctttgacgt caagtgtg 
ag 2640 

ctgaagttcg ctgactcaga cgcagatgga gactgaggcc ggctgtgcat ccccgctg 
gt 2700 

gcctcggctg cgacgtgtcc aggcgtggag agttttgtgt ttctcctgtt cagtatcc 
ga 2760 

gtctcgtgca gtgctgcgta ggttagcccg catcgtgcag acaacctcag tcctcttg 
tc 2820 

tattttctct tgggttgagc ctgtgacttg gtttctcttt gtccttttgg aaaaatga 
ca 2880 

agcattgcat cccagtcttg tgttccgaag tcagtcggag tacttgaaga aggcccac 
gg 2940 

gcggcacgga gttcctgagc cctttctgta gtgggggaaa ggtggctgga cctctgtt 
gg 3000 

ctgagaagag catcccttca gcttcccctc cccgtagcag ccactaaaag attattta 
at 3060 

tccagattgg aaatgacatt ttagtttatc agattggtaa cttatcgcct gttgtcca 
ga 312 0 

ttggcacgaa ccttttcttc cacttaatta tttttttagg attttgcttt gattgtgt 
tt 3180 

atgtcatggg tcattttttt ttagttacag aagcagttgt gttaatattt agaagaag 
at 3240 

gtatatcttc cagattttgt tatatatttg gcataaaata cggcttacgt tgcttaag 
at 3300 

tctcagggat aaacttcctt ttgctaaatg cattctttct gcttttagaa atgtagac 
at 3360 

aaacactccc cggagcccac tcaccttttt tctttttctt tttttttttt taacttta 
tt 34 2 0 

ccttgaggga agcattgttt ttggagagat tttctttctg tacttcgttt tacttttc 



Page 9 



-4092889 



tt 3480 

tttttttaac ttttactctc tcgaagaaga ggaccttccc acatccacga ggtgggtt 
tt 3540 

gagcaaggga aggtagcctg gatgagctga gtggagccag gctggcccag agctgaga 
tg 3600 

ggagtgcggt acaatctgga gcccacagct gtcggtcaga acctcctgtg agacagat 
gg 3660 

aaccttcaca agggcgcctt tggttctctg aacatctcct ttctcttctt gcttcaat 
tg 3720 

cttacccact gcctgcccag actttctatc cagcctcact gagctgccca ctactgga 
ag 3780 

ggaactgggc ctcggtggcc ggggccgcga gctgtgacca cagcaccctc aagcatac 
gg 3840 

cgctgttcct gccactgtcc tgaagatgtg aatgggtggt acgatttcaa cactggtt 
aa 3 90 0 

tttcacactc catctccccg ctttgtaaat acccatcggg aagagacttt ttttccat 
gg 3 96 0 

tgaagagcaa taaactctgg atgtttgtgc gcgtgtgtgg acagtcttat cttccagc 
at 4020 

gataggattt gaccattttg gtgtaaacat ttgtgtttta taagatttac cttgtttt 
ta 4080 

tttttctact ttgaattgta tacatttgga aagtacccaa ataaatgaga agcttcta 
tc 4140 

cttaaaaaaa aaaaaaa 
4157 

<210> 5 
<211> 361 
<212> PRT 
<213> Mouse 

<400> 5 

Met Aia Asp Ala lie Thr Tyr Ala Asp Leu Arg Phe Val Lys Val Pro 

5 10 15 

Leu Lys Asn Ser Ala Ser Asn His Leu Gly Gin Asp Cys Glu Ala Tyr 

20 25 30 

Glu Asp Gly Glu Leu Thr Tyr Glu Asn Val Gin Val Ser Pro Val Pro 

35 40 45 

Gly Gly Pro Pro ,Gly Leu Ala Ser Pro Ala Leu Ala Asp Lys Ala Gly 

50 55 60 

Val Gly Ser Glu Gin Pro Thr Ala Thr Trp Ser Ser Val Asn Ser Ser 
65 70 75 80 

Ala Leu Arg Gin lie Pro Arg Cys Pro Thr Val Cys Leu Gin Tyr Phe 

85 90 95 

Leu Leu Gly Leu Leu Val Ser Cys Leu Met Leu Gly Val Ala Val lie 

100 105 110 

Cys Leu Gly Val Arg Tyr Leu Gin Val Ser Arg Gin Phe Gin Glu Gly 

115 120 125 

Thr Arg lie Trp Glu Ala Thr Asn Ser Ser Leu Gin Gin Gin Leu Arg 

130 135 140 

Glu Lys lie Ser Gin Leu Gly Gin Lys Glu Val Glu Leu Gin Lys Ala 
145 150 155 160 
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Arg 


Lys 


Glu 


Leu 


He 
165 


Ser 


Ser 


Gin 


Thr 


His 


Glu 


Asp 
180 


Ala 


Glu 


Gin 


Gin 


Ala 


Lys 


Thr 
195 


Lys 


Glu 


Asn 


Leu 


Lys 
200 


Leu 


Asp 
210 


Gin 


Arg 


Leu 


Thr 


Ser 
215 


Thr 


Ser 


Asp 


Ser 


Ser 


Asp 


Thr 


Cys 


Cys 


225 










23 0 






Glu 


Arg 


Cys 


Phe 


Tyr 

24 5 


He 


Ser 


His 


Gin 


Lys 


Tvr 


Gys 
2 6 0 


Thr 


Ser 


Leu 


Ser 


Pro 


Ser 


Lys 

2 7 5 


Tyr 


Tyr 


Tyr 


Glu 


Tyr 
2R0 


Leu 


Pro 


Ser 


Gly 


Leu 


Glu 


Glu 


Leu 


He 


Gin 


Met 


Ser 


Lys 


Lys 


Trp 


Arg 












Tin 






His 


Cys 


Val 


Arg 


He 
325 


Lys 


Thr 


Tyr 


Ser 


Lys 


Cys 


Ala 
340 


Glu 


Leu 


His 


Pro 


Arg 


Phe 


Pro 
355 


Asp 


Gly 


He 


Asn 


Leu 
360 




Asp 


Thr 


Leu 


Gin 


Glu 


Lys 


Gin 


Arg 




170 










175 




Leu 


Gin 


Ala 


Cys 


Gin 


Ala 


Glu 


Arg 


185 










190 






Thr 


Glu 


Glu 


Glu 


Arcr 


Ara 


Ara 


Asp 










205 








Ara 


Glu 


Thr 


Leu 


Ara 


Ara 


Phe 


Phe 








22 0 










Pro 


Cys 


Glv 




He 


Pro 


Tvr 


Gin 






235 










240 

£d \J 


Thr 


Leu 


Gly 


Ser 


Leu 


Glu 


Glu 


Ser 




2 50 










255 




Ser 


Lys 


Leu 


Ala 


Ala 


Phe 


Asp 


Glu 


2 fi5 

£t \J «J 










2 70 






Leu 


Ser 


Asp 


Ala 


Pro 


Gin 


Val 


Ser 










Z. O _) 








Leu 




Arg 




J— Ijr O 




Tvr 


J- J-y 


















Gin 


Asp 


Ser 


Asp 


Ser 


Gin 


Ser 


Arg 






315 










320 


Tyr 


Gin 


Lys 


Trp 


Glu 


Arg 


Thr 


He 




330 










335 




Cys 


He 


Cys 


Glu 


Ser 


GlU 


Ala 


Phe 


345 










350 







Asn 



<210> 6 
<211> 1337 
<212> DNA 
<213> Mouse 

<400> 6 

tggaagactg tgaagcagag gcgcccaggg ctatggctga cgctatcacg tatgcaga 
cg 60 

tgcgctttgt gaaagtgccc ctgaagaaca gcgcatctaa ccatctagga caggactg 
tg 120 

aggcctatga agatggggaa ctcacctacg agaatgtgca agtgtctcca gtcccagg 
ag 180 

ggccaccagg cttggcttcc cctgcactag cggacaaagc aggggtcggg tcagagca 
ac 240 

caactgcgac ctggagctct gtgaactcgt ctgctctcag gcagattccc cgctgtcc 
ta 300 

cagtctgctt gcaatacttc ttgcttggcc ttctcgtgtc ctgtctgatg ttaggggt 
gg '360 

ctgtcatctg cctgggagtt cgctatctgc aggtgtctcg gcagttccag gaggggac 
ca 420 

ggatttggga agccaccaat agcagcctgc agcagcagct cagggagaag ataagtca 
gc 480 

tggggcagaa ggaggtggag cttcagaagg ctcggaaaga gctgatctcg agccagga 
ca 540 

cattacagga gaagcagagg actcacgagg acgctgagca gcaactacaa gcctgcca 
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gg 60 0 

ctgagagagc gaagaccaag gagaacctga aaactgagga ggagcggagg agggacct 
gg 660 

accagaggtt gacaagcacg cgggagacac tgaggcgctt cttctctgat tcatcaga 
ca 720 

cctgctgtcc atgcggatgg attccatatc aggaaaggtg cttttacatc tcacatac 
cc 780 

tcggaagtct ggaggagagc caaaaatact gcacatctct gtcctccaaa ctggcagc 
at 840 

tcgatgaacc ttctaagtat tactatgaag tttctctgcc cagcggctta gaggagtt 
gc 900 

tagatcgttc gaagtcatat tggatacaga tgagcaagaa gtggaggcag gactctga 
ct 960 

ctcaaagccg acattgtgtc aggataaaaa catattacca gaagtgggaa agaacaat 
tt 102 0 

ccaagtgtgc agagcttcac ccctgcattt gtgagtcgga ggctttcagg tttcctga 
tg 1080 

ggatcaatct gaactgaaac ggacacttga acaagacctt gtgacctaca tccttaac 
ct 1140 

acggcctgcc aatttttaag actgctattc ctccagcact ccctcactct cgggcatg 
cc 1200 

cagctaaggg atgacctgct gcttgcttga aagctgctcc agaaactgga cttctctt 
gg 1260 

gaagagtaaa gaagcctcca gaaaagactt gaccttcctt aagaacttcc caaactag 
ag 1320 

atgggtcagg ggagggc 
133? 

<210> 7 
<211> 359 
<212> PRT 
<213> Human 



<400> 7 






























Met 


Ala 


Glu 


Ala 


He 
5 


Thr 


Tyr 


Ala 


Asp 


Leu 
10 


Arg 


Phe 


Val 


Lys 


Ala 
15 


Pro 


Leu 


Lys 


Lys 


Ser 
20 


He 


Ser 


Ser 


Arg 


Leu 
25 


Gly 


Gin 


Asp 


Pro 


Gly 
30 


Ala 


Asp 


Asp 


Asp 


Gly 
35 


Glu 


He 


Thr 


Tyr 


Glu 
40 


Asn 


Val 


Gin 


Val 


Pro 
45 


Ala 


Val 


Leu 


Gly 


Val 
50 


Pro 


Ser 


Ser 


Leu 


Ala 
55 


Ser 


Ser 


Val 


Leu 


Gly 
60 


Asp 


Lys 


Ala 


Ala 


Val 


Lys 


Ser 


Glu 


Gin 


Pro 


Thr 


Ala 


Ser 


Trp 


Arg 


Ala 


Val 


Thr 


Ser 


Pro 


65 










70 










75 










80 


Ala 


Val 


Gly 


Arg 


He 
85 


Leu 


Pro 


Cys 


Arg 


Thr 
90 


Thr 


Cys 


Leu 


Arg 


Tyr 
95 


Leu 


Leu 


Leu 


Gly 


Leu 
100 


Leu 


Leu 


Thr 


Cys 


Leu 
105 


Leu 


Leu 


Gly 


Val 


Thr 
110 


Ala 


He 


Cys 


Leu 


Gly 
115 


Val 


Arg 


Tyr 


Leu 


Gin 
120 


Val 


Ser 


Gin 


Gin 


Leu 
125 


Gin 


Gin 


Thr 


Asn 


Arg 
130 


Val 


Leu 


Glu 


Val 


Thr 
135 


Asn 


Ser 


Ser 


Leu 


Arg 
140 


Gin 


Gin 


Leu 


Arg 
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Leu 


Lys 


lie 


Thr 


Gin 


Leu 


Glv 


Gin 


Ser 


Ala 


Glu 


Asp 


Leu 


Gin 


Glv 


Ser 


14 5 










150 










155 










160 




Arg 


Glu 


Leu 


Ala 


Gin 


Ser 


Gin 


Glu 


Ala 


Leu 


Gin 


Val 


Glu 


Gin 


Arg 










165 










170 










175 




Ala 


His 


Gin 


Ala 


Ala 


Glu 


Glv 


Gin 


Leu 


Gin 


Ala 


Cys 


Gin 


Ala 


Asp 


Ara 








18 0 










185 










190 






Gin 


Lys 


Thr 


Lys 


Glu 


Thr 


Leu 


Gin 


Ser 


Glu 


Glu 


Gin 


Gin 


Arcr 


Arcr 


Ala 






195 










200 










205 










Glu 


Gin 


-1—1 jr O 


Leu 


Ser 


Asn 


Met 


Glu 


Asn 


Arg 


Leu 


Lys 


Pro 


Phe 


Phe 




210 










215 










22 0 










Thr 


Cys 


Glv 


Ser 


Ala 


Asp 


Thr 


Cys 


Cys 


Pro 


Ser 


Glv 


Trr> 


He 


Met 


His 


22 5 










23 0 
—j \j 










235 










24 0 


Gin 


Lys 


Ser 


Cys 


Phe 


Tyr 


He 


Ser 


Leu 


Thr 


Ser 


Lys 


Asn 




Gin 


Glu 










*i _j 










2 50 










2 55 




Ser 


Gin 


Lys 


Gin 


Cys 


Glu 


Thr 


Leu 


Ser 


Ser 


Lys 


Leu 


Ala 


Thr 


Phe 


Ser 








O v/ 










S> 5 










S> 7 0 






Glu 


lie 


Tvr 

u 


Pro 


Gin 


Ser 


His 


Ser 


Tvr 

JL 


Tvr 

■ JL 


Phe 


Leu 


Asn 


Ser 


Leu 


Leu 






9 7 5 










9 ft 0 










0 ft 5 










Asn 


Glv 


Gly 




Gly Asn 


Ser 


Tvr 


TrD 


Thr 


Glv 


J— lv \JL 




Ser 


Asn 




oon 

XL, ZJ \J 










295 










J u u 










Lys 


Asp 


TrD 


Lys 


Leu 


Thr 


Asp 


Asp 


Thr 


Gin 


Arg 


Thr 


Arcr 


Thr 


Tvr 


Ala 


305 










310 










315 










320 


Gin 


Ser 


Ser 


Lys 


Cys 


Asn 


Lys 


Val 


His 


Lys 


Thr 


Trp 


Ser 


Trp 


Trp 


Thr 










325 










330 










335 




Leu 


Glu 


Ser 


Glu 


Ser 


Cys 


Arg 


Ser 


Ser 


Leu 


Pro 


Tyr 


lie 


Cys 


Glu 


Met 








340 










345 










350 






Thr 


Ala 


Phe 


Arg 


Phe 


Pro 


Asp 





















355 



<210> 8 
<211> 1531 
<212> DNA 
<213> Human 

<400> 8 

agtcacagag ggaacacaga gcctagttgt aaacggacag agacgagagg ggcaaggg 
ag 6 0 

gacagtggat gacagggaag acgagtgggg gcagagctgc tcaggaccat ggctgagg 
cc 12 0 

atcacctatg cagatctgag gtttgtgaag gctcccctga agaagagcat ctccagcc 
gg 18 0 

ttaggacagg acccaggggc tgatgatgat ggggaaatca cctacgagaa tgttcaag 
tg 24 0 

cccgcagtcc taggggtgcc ctcaagcttg gcttcttctg tactagggga caaagcag 
eg 300 

gtcaagtegg agcagccaac tgcgtcctgg agagccgtga cgtcaccagc tgteggge 
gg 3 60 

attctcccct gccgcacaac ctgcctgcga tacctcctgc tcggcctgct cctcacct 
gc 420 

ctgctgttag gagtgacege catctgcctg ggagtgcgct atetgeaggt gtctcagc 
ag 4 80 

ctccagcaga cgaacagggt tctggaagtc actaacagca gectgaggea gcagctcc 
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gc 54 0 

ctcaagataa cgcagctggg acagagtgca gaggatctgc aggggtccag gagagagc 
tg 600 

gcgcagagtc aggaagcact acaggtggaa cagagggctc atcaggcggc cgaagggc 
ag 660 

ctacaggcct gccaggcaga cagacagaag acgaaggaga ccttgcaaag tgaggagc 
aa 72 0 

cagaggaggg ccttggagca gaagctgagc aacatggaga acagactgaa gcccttct 
tc 7 80 

acatgcggct cagcagacac ctgctgtccg tcgggatgga taatgcatca gaaaagct 
gc 840 

ttttacatct cacttacttc aaaaaattgg caggagagcc aaaaacaatg tgaaactc 
tg 900 

tcttccaagc tggccacatt cagtgaaatt tatccacaat cacactctta ctacttct 
ta 960 

aattcactgt tgccaaatgg tggttcaggg aattcatatt ggactggcct cagctcta 
ac 1020 

aaggattgga agttgactga tgatacacaa cgcactagga cttatgctca aagctcaa 
aa 10 80 

tgtaacaagg tacataaaac ttggtcatgg tggacactgg agtcagagtc atgtagaa 
gt 1140 

tctcttccct acatctgtga gatgacagct ttcaggtttc cagattagga cagtcctt 
tg 1200 * ~ " - - - 

cactgagttg acactcatgc caacaagaac ctgtgcccct ccttcctaac ctgaggcc 
tg 1260 

gggttcctca gaccatctcc ttcattctgg gcagtgccag ccaccggctg acccacac 
ct 1320 

gacacttcca gccagtctgc tgcctgctcc ctcttcctga aactggactg ttcctggg 
aa 1380 

aagggtgaag ccacctctag aagggacttt ggcctccccc caagaacttc ccatggta 
ga 1440 

atggggtggg ggaggagggc gcacgggctg agcggatagg ggcggcccgg agccagcc 
ag 1500 

gcagttttat tgaaatcttt ttaaataatt g 
1531 

<210> 9 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 9 

gctgtcgact gtgtgcccgt tgctgaaggc ct 
32 

<210> 10 
<211> 53 
<212> DNA 

<213> Artificial Sequence 



Page 14 



4092889 




<220> 

<223> primer 
<400> 10 

gacggatcct acttactttg ctttgcttgc ttgagataca ccgtcttctc tga 
53 
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